S1. Materials and methods 26

Nematode extraction, identification and analysis of community indices 27
Throughout the incubation, all free-living nematodes were extracted from 75 g moist soil of +Nem 28 treatments using an automated zonal centrifuge 1 . Nematodes were extracted from the CTR samples 29 only at the beginning of the experiment to check whether reinoculation was successful both in terms 30 of abundance and diversity. After extraction, the nematode suspension was poured onto a sieve and 31 covered with a filter paper for 72 hours so that only viable nematodes migrated towards the water 32
and were collected at the bottom of the plate. All viable nematodes that passed through the filter 33
were then concentrated and counted using a dissecting microscope (40x). Mass fixation was carried 34 out by adding hot 4% formaldehyde (65°C) at a ratio of 1:2 (5 ml nematode suspension and 10 ml 35 formaldehyde) followed by immediately cooled in cold water according to the procedure by van 36 Bezooijen 2 . After six weeks of storage at room temperature, the formaldehyde was tapped off 37 carefully until 1 ml of the nematode suspension remained, into which glycerin was added at a 1:1 38 ratio. Slides were prepared for each sample, and at least 150 individual nematodes were identified 39 from each slide to family or where possible to genus level based on Bongers 3 and then assigned to 40 the corresponding functional groups according to Yeates, et al. 
